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AGATGGTGCACGATGCACAG

CATTTTCCAACAGCACA

GACTGGTTCCAATTGACAAGC

GCAAATGGCATTCTGACATCC

TAGAAGGCACAGTCGAGG

CGCAAATGGGCGGTAGGCGTG

GATTATGCGGCCGTGTACAA

TTGTACACGGCCGCATAATC

GTGGTTTGTCCAAACTCATC

CATGGTCCTGCTGGAGTTCGTG

CGTCCATGCCGAGAGTG

CGTCGCCGTCCAGCTCGACCAG

AATATACCTCTATACTTTAACGTC

TACCACTACAATGGATG

TGTATCTTATGGTACTGTAACTG

CTTTATGTTTTTGGCGTCTTCCA

Sequence

TAAACTTCAGGGTGACCAAAAAATCA

GGTCAACAAATCATAAAGATATTGG

GTAAAACGACGGCCAGT

GTTTTCCCAGTCACGAC

GCGGATAACAATTTCACACAGG

CAGGAAACAGCTATGAC

ATGCCATAGCATTTTTATCCA

GATTTAATCTGTATCAGG

ATGCGTCCGGCGTAGAGG

GGATTATTCATACCGTCCCA

CAAATGTGGTATGGCTGATT

GGAGCTGCATGTGTCAGAGG

GGCAAGCCACGTTTGGTG

CGACTCACTATAGGGAGAGCGGC

AAGAACATCGATTTTCCATGGCAG

TCAGACTGTCGATGAAGC
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No. No. Primer Name SequenceBase BasePrimer Name
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Sequence

CCCGAAAAGTGCCACCTG

GTTCTGAGGTCATTACTGG

CTAGCAAAATAGGCTGTCCC

GACGATAGTCATGCCCCGCG

ATTTAGGTGACACTATAG

GAAATTTGTGATGCTATTGC

CCTCTACAAATGTGGTATGG

ATTAACCCTCACTAAAG

AATACGACTCACTATAG

TAATACGACTCACTATAGGG

GCTAGTTATTGCTCAGCGG

CAGTGCAGGGGAAAGAATAGTAGAC

AAGGGTCTTGCGAAGGATAG

AGTGGAAAAGGAAGGTGGCT

AGAGTTTGATCMTGGCTCAG

GACTCCTACGGGAGGCWGCAG

CCAGCAGCCGCGGTAATACG

GGATTAGATACCCTGGTA

TACCAGGGTATCTAATCC

CCGTCAATTCMTTTRAGTTT

GGGTTGCGCTCGTTG

TACGGYTACCTTGTTACGACTT

GTAGTCATATGCTTGTCTC

TCCGCAGGTTCACCTACGGA

AAACCTTGTTACGACTTTTA

ACCCGCTGAACTTAAGC

TACTACCACCAAGATCT

TCCGTAGGTGAACCTGCGG

GCTGCGTTCTTCATCGATGC

GCATCGATGAAGAACGCAGC

TCCTCCGCTTATTGATATGC

GGAAGTAAAAGTCGTAACAAGG

* 47  -64 : Microbial Identification Primer


